The full length of Zm908 cDNA was amplified from genomic clone Zm908 with primer pair 9pf and 9pr (Table S1 ) on a S1000™ thermal cycler (Bio-Rad, USA). The PCR product, named Zm908s, was cloned into pMD18-T (TaKaRa, Japan) to produce pMD18-Zm908s.
35S-Zm908p11, replacing the CaMV35S promoter to produce Lat52-Zm908s (Fig. S1F) ; and Lat52-Zm908p11 (Fig. S1G ).
Constructs for maize transformation
A 282 bp promoter fragment of Zm908 (Zm908p) was amplified from genome clone Zm908 with primer pair 9prof and 9pror (Table S1) , and then cloned into the HindIII and BamHI sites of pMD18-T to produce pMD18-Zm908p. The Zm908p fragment was excised with HindIII and BamHI from pMD18-Zm908p, and inserted into the same sites of pROK219 to generate pROK219-Zm908p. The Zm908p11 fragment was excised from 35S-Zm908p11
with BamHI and SacI and inserted into the corresponding sites of pROK219-Zm908p, and then fused with an hpt gene (hygromycin B phosphotransferase) controlled by the CaMV35S promoter at HindIII site to produce the overexpression construct Zm908p-Zm908p11OE (Fig.   S1H ). To generate the RNAi construct, the 3'-UTR of Zm908 was amplified from pMD18-Zm908s with primer pairs 9-3af/9-3ar and 9-3sf/9-3sr (Table S1) , and cloned into the BamHI/XbaI and NcoI/SacI sites of pGEX-KG respectively, to generate pGEX-KG-stem.
The loop fragment was amplified from the GUS gene of pBI121 with primer pair gusf and gusr (Table S1) , and inserted into the XbaI and NcoI sites of pGEX-KG-stem. The stem-loop fragment was excised using BamHI and SacI, and cloned into the same sites of pROK219-Zm908p. Finally, an hpt gene controlled by the CaMV35S promoter was fused Supplemental Table S1 
